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mammalian type II, 1381 
chloroplasts, use as nitrogen source, L-ar- 
ginine and L-citrulline, 429 
DNA _ encoding dessication-responsive 
rd29 genes, 1119 
fifth 2S albumin isoform, 1415 
lipoxygenase gene, induction by patho- 
gens, abscisic acid and methy! jas- 
monate, 441 
mutants, germination under saline condi- 
tions, 839 
nucleotide sequence, turgor-responsive 
cDNA clone, TMP-A, 1397 
phototropic responsiveness, desensitiza- 
tion and recovery, 1175 
rbcS genes, differential regulation by light, 
801 
stress responses and metabolic regulation, 
glyceraldehyde-3-phosphate dehy- 
drogenase genes, 209 
wild-type seedlings, light-stimulated api- 
cal hook opening, 567 
Arachis hypogaea (see Peanut) 
L-Arginine, use as nitrogen source, Arabidop- 
sis thaliana chloroplasts, 429 
Arginyl residue, active site of pyrophos- 
phate:fructose 6-phosphate 1-phos- 
photransferase, potato tuber, 765 
Artichoke, Japanese, tonoplast, stachyose 
and sucrose H* antiporters, 1317 
Arum italicum, monoclonal antibodies to a- 
and #-subunits, plant mitochondrial 
F,-ATPase, 931 
Ascorbate, role in detoxifying ozone, apo- 
plast of spinach leaves, 969 
Asparagus, photosynthetic fractionation, sta- 
ble isotopes of oxygen and carbon, 37 
Aspirin, induction, sunflower pathogenesis- 
related proteins, 873 
Assays 
random amplified polymorphic DNA 
markers, genetic analysis, 349 
stopped-flow fluorescence, proton-cou- 
pled glycolate, pea chloroplast inner 
envelope membrane vesicles, 793 
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Assimilate, partitioning in tomato, elevated 
sucrose-phosphate synthase activity, 
535 


Auxin 
-binding protein, KDEL, plasma mem- 
brane and cell wall of corn, 595 
expression of DcPRP1, carrot storage root 
formation, 259 
Avena sativa (see Oat) 
Azuki bean, leaf, identification of basic gly- 
coprotein, cationic peroxidase, 193 


Barley 
chloroplast development, plastid genes, 


transcription/translation apparatus, 
781 

germinated, development of limit dextri- 
nase, 881 


growth and nutrient uptake, N-(2-hydrox- 
yethyl)ethylenedinitrilotriacetic acid- 
buffered nutrient solution technique, 
619, 627 
insensitivity of endosperm ADP-glucose 
pyrophosphorylase, 3-phosphoglyc- 
erate and orthophosphate regulation, 
179 
ion influx, effect of aluminum, 1263 
leaf 
fructan synthesis, 459 
purification and characterization, solu- 
ble invertases, 1331 
lectin and sporamin in vacuoles, colocali- 
zation, transgenic tobacco plants, 451 
light-induced biogenesis, light-harvesting 
complex I, chloroplast development, 
227 
plastids, porphyrin accumulation and ex- 
port, 1181 
PSI-D subunit of photosystem I, full- 
length cDNA clone, 335 
root, long-term anaerobic metabolism, 
1163 
stimulation of callose synthesis, changes 
in intracellular distribution, 6-fur- 
furyl-8-glucoside, 187 
stimulation of plasmalemma H*-ATPase, 
phytotoxic peptides, Rhynchosporium 
secalis, 297 
Bean 
activation of a-amylase inhibitor, proteo- 
lytic processing, proprotein, 1341 
cDNA clone, small wound-inducible pro- 
tein, bean, 1409 
expression of an endopeptidase, 421 
monoclonal antibodies to a- and §-sub- 
units, plant mitochondrial F,-ATPase, 
931 
Beet 
leaf, light-dependent molecular modula- 
tion, cytosolic fructose-1,6-bisphos- 
phatase, 57 
monoclonal antibodies to a- and §-sub- 
units, plant mitochondrial F,-ATPase, 
931 
Beta vulgaris (see Beet) 
Branching enzyme, localization of, immu- 
noelectron microscopy, potato tuber 
cells, 237 
Brassica chinensis (see Pakchoi) 
Brassica juncea (see Mustard) 
Brassica napus (see Rapeseed) 
Brassica oleracea (see Cauliflower) 
Brassinosteroid, stimulation of hypocotyl 
elongation, wall relaxation, pakchoi, 
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965 
Brefeldin A, structure of Golgi apparatus, 
protein synthesis and secretion, syca- 
more maple, 1363 
Broad bean 
guard cells, carbohydrate interconver- 
sions, sucrose-phosphate synthase 
and sucrose synthase, 1217 
leaf, starch-degrading enzymes, starch 
degradation and distribution, 73 
Bromegrass, induction of freezing tolerance, 
molecular cloning, abscisic acid-re- 
sponsive mRNAs, 1089 
Bromus inermis (see Bromegrass) 


Cabbage, skunk, mitochondria, partial puri- 
fication, cyanide-resistant alternative 
oxidase, 113 

Cakile edentula, 5-dimethylsulfoniopentan- 
oate, extraction artifact, 1391 

Calcium 

-binding protein, cDNA clone, potato 
tuber, 1405 

calmodulin-binding serine/threonine pro- 
tein kinase, homology to mammalian 
type II, plant cells, 1381 

-dependent protein kinase, radish seed cal- 
modulin antagonists, 545 

ion influx in barley, effect of aluminum, 
1263 

-sensitive protein phosphorylation, etiol- 
ated wheat leaf protoplasts, 1039 

transport in membrane vesicles, maize co- 
leoptiles, 135 

Calcium antagonists, inhibition, sustained 
gibberellic acid-induced growth, oat 
stem segments, 399 

Callose, stimulation of synthesis in barley, 
changes in intracellular distribution, 
6-furfuryl-8-glucoside, 187 

Calmodulin/calcium-binding —serine/threo- 
nine protein kinase, homology to 
mammalian type II, plant cells, 1381 

Calmodulin antagonists, calcium-dependent 
protein kinase, radish seed, 545 

Calothrix, osmotic stress protein, immunolog- 
ical relationship, plant dehydrins, 773 

Camphor hydroxylase, cytochrome P-450- 
dependent, tissue cultures, common 
sage, 1231 

Canavalia ensiformis (see Jack bean) 

Canavalin 

jack bean 
cloning, expression and crystallization, 
713 
three-dimensional structure, 729 

Carbohydrate, cell-specific interconversions, 
sucrose-phosphate synthase and su- 
crose synthase, Vicia guard cells, 1217 

Carbon 

costs, growth depression in mycorrhizal 
citrus, high phosphorus supply, 1063 
stable isotopes, photosynthetic fractiona- 
tion, asparagus, 37 
Carbon dioxide 
fixation in C, and C; plants, temperature 
dependence, linkage of quantum yield 
to photosystem II, 507 
high concentration, alleviation of electron 
transport block, Synechococcus, 1047 
-inducible 36-kDa protein, localization to 
chloroplast envelope, Chlamydomonas 
reinhardtii, 1195 
B-Carotene, differential reactivity of isomers. 


Plant Physiol. Vol. 101, 1993 


oxygen radicals, Dunaliella bardawil, 
385 
Carrot 
cDNA clone for plant nuclear antigen 
21D7, association with cell division, 
809 
storage root formation, expression of 
DcPRP1, induction by wounding and 
auxin treatment, 259 
Casparian bands, water transport in onion 
root, 1305 
Cathepsin D, inhibitor protein, nucleotide 
and deduced amino acid sequence, 
potato, 703 
Cations, inhibition of sucrose:sucrose fruc- 


tosyl transferase, ionic strength, 
wheat, 589 
Cauliflower 


bud plastids, glucose-6-phosphate incor- 
poration into starch, 573 
monoclonal antibodies to a- and 6-sub- 
units, plant mitochondrial F,-ATPase, 
931 
mosaic virus isolate CMV-1, 1395 
S-locus receptoz kinase, functional serine/ 
threonine kinase, 1103 
C;/C, plants 
CO, fixation, temperature dependence, 
linkage of quantum yield of photosys- 
tem II, 507 
Flaveria brownti and Flaveria linearis, pho- 
tosynthetic characteristics, segregates 
from hybrids, 825 
C, plants, phosphoenolpyruvate carboxylase, 
regulatory phosphorylation, photo- 
synthesis rate in Sorghum and maize, 
891 
Cell cycle, nuclear antigen 21D7 associated 
with cell division, cDNA clone, carrot, 
809 
Cellulose, 8-glucan synthesis, cotton fiber, 
1131, 1143, 1149 
Cell wall 
KDEL-containing auxin-binding protein, 
corn, 595 
structural proteins, 1127 
Ceratophyllum demersum, submersed angio- 
sperm beneath ice, acclimation of 
photosynthesis, dark respiration, 985 
Chilling 
freeze-induced membrane ultrastructural 
alterations, rye leaves, 955 
low temperature, accumulation of alcohol 
dehydrogenase mRNA, Arabidopsis 
thaliana, 833 
tolerance induced by abscisic acid, altera- 
tion of gene expression, maize sus- 
pension-cultured cells, 277 
Chitinase A, posttranslational processing, 
hydroxyproline-containing proteins, 
1239 
Chitinases, 8-1,3-glucanases and, antifungal 
activity, tobacco, 857 
Chlamydobotrys stellata, nucleotide sequence 
of cDNA, ribosomal protein cDNA, 
1123 
Chlamydomonas reinhardtii 
chloroplast envelope, low CO>-inducible 
36-kDa protein, 1195 


chloroplasts, photoregulation, fructose 


and glucose respiration, 1289 
temperature-conditional mutant, thermal 
instability, Rubisco, 1189 
Chlorella, celi-free extracts, heme inhibition, 
6-aminolevulinic acid synthesis, 657 
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Chlorella vulgaris, intercellular nitrogen 
transfer, enzymic conversion, gluta- 
mate to 6-aminolevulinic acid, 1029 
Chloride, assembly of in vitro-synthesized 
large subunits, ribulose bisphosphate 
carboxylase/oxygenase, 523 
Chlorophyll, fluorescence yield, anaero- 
biosis, spinach leaf discs, 1169 
Chloroplasts 
Arabidopsis thaliana, use as_ nitrogen 
source, L-arginine and L-citrulline, 429 
Larley 
light-induced biogenesis, light-harvest- 
ing complex I, 227 
plastid genes, transcription/translation 
apparatus, 781 
Chlamydomonas reinhardtii, photoregula- 
tion, fructose and glucose respiration, 
1289 
envelope of Chlamydomonas reinhardtii, 
low CO,-inducible 36-kDa protein, 
1195 
pea 
guard cells, phosphate translocator, 
1201 
inner envelope membrane vesicles, pro- 
ton-coupled glycolate and p-glycerate 
transport, 793 
pH dependence, violaxantin deepoxi- 
dation, 65 
spinach 
dissipation, proton electrochemical po- 
tential, 89 
photoregulation, fructose and glucose 
respiration, 1289 
starch degradation and _ distribution, 
starch-degrading enzymes, Vicia faba 
leaves, 73 
temperature-conditional mutant, thermal 
: instability of Rubisco, Chlamydomonas 
& reinhardtii, 1189 
tobacco, elongation factor EF-Tu, cloning 
and nucleotide sequence, 333 
tomato mutant, maintenance of compo- 
nents, chromoplast differentiation, 
1223 
Chromoplasts, differentiation in tomato mu- 
tant, maintenance, chloroplast com- 
ponents, 1223 
Cinnamic acid 4-hydroxylase, stress re- 
sponses in alfalfa, 847 
Circadian rhythm, resistance to extreme tem- 
peratures, changes in fatty acid com- 
position, cotton seedlings, 31 
Circumnutations, from Darwin to space 
flights, 345 
.-Citrulline, use as nitrogen source, Arabi- 
dopsis thaliana chloroplasts, 429 
Citrullus lanatus (see Watermelon) 
Citrus, companion-cell specific localization, 
a sucrose synthase, zones of phloem 
; loading and unloading, 899 
Citrus limon (see Lemon) 
Citrus paradisi (see Grapefruit) 
} Citrus volkameriana (see Lemon) 
Coccomyxa, convexity of photosynthetic 
/ light-response curve, intensity and di- 
| rection of light, growth, 1013 
| Cold, -regulated gene, alfalfa, 1411 


Coleoptiles, corn, calcium transport, mem- 
brane vesicles, 135 

Computers, simulation model, biosynthesis 
of galactosyldiacylglycerols, fatty acid 
desaturation, 977 

Conifers, grand fir saplings .nd mature trees, 
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oleoresinosis, 1021 
Corn 
acetyl-coenzyme A carboxylase, 499 
ammonia assimilation, Glomus fascicula- 
tum infection, 865 
ammonium-based nutrient solutions, con- 
tamination by nitrifying organisms, 
141 
coleoptiles, calcium transport, membrane 
vesicles, 135 
companion-cell specific localization, su- 
crose synthase, zones of phloem load- 
ing and unloading, 899 
complementary DNA clones, partial se- 
quence analysis, 329 
developing kernels, Acc] gene-encoded 
acetyl-coenzyme A carboxylase, 1097 
3-hydroxy-3-methylglutary] coenzyme A 
reductase, seed development, germi- 
nation and seedling emergence, 485 
KDEL-containing auxin-binding protein, 
secretion to plasma membrane and 
cell wall, 595 
mitochondrial F;-ATPase, monoclonal an- 
tibodies to a- and B-subunits, 931 
nuclear targeting of R protein, nuclear lo- 
calization sequences, 353 
rapid induction of ion pulses, foliar appli- 
cation of L-adenosine, 49 
regulatory phosphorylation, C;, phos- 
phoenolpyruvate carboxylase, photo- 
synthesis rate, 891 
root 
electrotropism, 1107 
influence of temperature, proton secre- 
tion and hexacyanoferrate(III) reduc- 
tion, 1349 
root proteinase, 415 
root response to nitrate, glutamine synthe- 
tase and ferredoxin-dependent gluta- 
mate synthase expression, 1249 
roots and shoots of seedlings, hypoxic and 
anoxic induction, alcohol dehydroge- 
nase, 407 
seedling, localization, y-glutamylcysteine 
synthetase and glutathione synthe- 
tase activity, 561 
seed oil bodies, lipids, proteins and struc- 
ture, 267 
substrate for fatty acid synthesis, acetyl- 
carnitine, 1157 
suspension-cultured cells, alteration of 
gene expression, abscisic acid-induced 
chilling tolerance, 277 
Cotton 
fiber, 8-glucan synthesis, 1131, 1143, 1149 
Lea5 and Leal4, atypical late embryogen- 
esis-abundant proteins, 695 
MatP6 and MatP7 oleosin genes, 697 
seedling, changes in fatty acid composi- 
tion, circadian rhythm, 31 
seed oil bodies, lipids, proteins and struc- 
ture, 267 
Cotyledons, watermelon, pyrophosphate- 
dependent phosphofructokinase, glu- 
coneogenesis, 1385 
4-Coumarate:coenzyme A _ ligase, genes, 
flower development, tobacco and par- 
sley, 373 
trans-4-Coumaric acid, stress responses in 
alfalfa, 847 
Cowpea, expression of low molecular weight 
heat-shock proteins, field conditions, 
1209 
Cucumber 
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leaf, estimation and analysis, cellular heat 
sensitivity, 939 
microsomal and soluble protein trypto- 
phanyl residues, ultraviolet-induced 
photodegradation, 947 
rapid induction of ion pulses, foliar appli- 
cation of L-adenosine, 49 
Cucumis sativa (see Cucumber) 
Cyanide, -resistant alternative oxidase, par- 
tial purification, skunk cabbage, 113 
Cyanobacteria 
osmotic stress protein, immunological re- 
lationship, plant dehydrins, 773 
Synechococcus, nucleotide sequence, psaE 
gene, 701 
-Cysteine, developmeni of limit dextrinase, 
germinated barley, 881 
Cysteine proteinase, tomato, nucleotide se- 
quence, complementary DNA clone, 
705 


Cytochrome f, dissipation of proton electro- 
chemical potential, intact chloro- 
plasts, spinach, 89 

Cytochrome P-450 

-dependent camphor hydroxylase, tissue 
cultures, common sage, 1231 

kaurenoic acid hydroxylase, characteriza- 
tion and solubilization, Gibberella fu- 
jikuroi, 925 

Cytosol 

fructose-1,6-bisphosphatase, light-depen 
dent molecular modulation, beet 
leaves, 57 

pyrophosphate-dependent phosphofruc- 
tokinase, gluconeogenesis, waterme- 
lon cotyledons, 1385 

triosephosphate isomerase, single gene 
rice, 683 
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Datura innoxia 
green roots, photosynthesis, photoauto 
trophy, 363 
methotrexate resistance, 477 

Daucus carota (see Carrot) 

Dehydrins, plant, immunological relation- 
ship, osmotic stress protein of cyano- 
bacteria, 773 

Deoxyribonucleic acid 

Arabidopsis, dessication-responsive rd29 
genes, 1119 

random amplified polymorphic, genetic 
analysis, 349 

Deoxyribonucleic acid, complementary 

calcium-binding protein, potato tuber 
1405 

chloroplast development in barley, light 
induced biogenesis, light-harvesting 
complex I, 227 

clone encoding a smal! wound-inducible 
protein, bean, 1409 

cloning and sequence analysis, pathogen 
induced thaumatin-like protein, rice 
1113 

cold acclimation-specific gene cas18, al- 
falfa, 1275 

endopeptidase expression in bean, 421 

full-length clone, PSI-D subunit of pho 
tosystem I, barley, 335 

jack bean canavalin, expression and crys- 
tallization, 713 

low molecular weight sulfur-rich protein 
nucleotide sequence, soybean seeds 
699 
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low-temperature regulated, winter Brassica 
napus, 171 
maize clones, partial sequence analysis, 
329 
nucleotide sequence 
precursor of ribuiose-1,5-bisphosphate 
carboxylase small subunit, apple, 693 
precursors, soybean trypsin inhibitors, 
1401 
ribosomal protein L27, Chlamydobotrys 
stellata, 1123 
tomato cysteine proteinase, 705 
plant nuclear antigen 21D7, association 
with cell division, carrot, 809 
protein farnesyltransferase in plants, 667 
sequence encoding 1-aminocyclopropane- 
1-carboxylate oxidase, pea, 689 
turgor-responsive clone encoding TMP-A, 
nucleotide sequence, Arabidopsis thal- 
iana, 1397 
Desaturase, biosynthesis of galactosyldiacyl- 
glycerols, computer simulation model, 
fatty acid desaturation, 977 
Dessication, -responsive rd29 genes, Arabi- 
dopsis DNA, 1119 
5-Dimethylsulfoniopentanoate, extraction 
artifact, Diplotaxis tenuifolia, 1391 
Diplotaxis tenuifolia, 5-dimethylsulfoniopen- 
tanoate, extraction artifact, 1391 
Dormancy, abscisic acid- and gibberellin-de- 
ficient tomato mutant, 607 
Drought, -regulated gene, alfalfa, 1411 
Dunaliella acidophila, purification and prop- 
erties, plasma membrane H*-ATPase, 
1055 
Dunaliella bardawil, differential reactivity of 
B-carotene isomers, oxygen radicals, 


Echinochloa complex, aerobic and anaerobic 
stress proteins, 217 

Ectocarpus siliculosus, surface of, blue light- 
induced acidifications, 907 

Electrochemical potential, proton, dissipa- 
tion, intact spinach chloroplasts, 89 

Electrotropism, maize roots, 1107 

Elongation factor, EF-Tu in tobacco chloro- 
plast, cloning and nucleotide se- 
quence, 333 

Embryogenesis, -ebundant proteins, cotton 
Lea5 and Leal4, 695 

Endochitinase, Brassica napus gene, nucleo- 
tide sequence, 1403 

Endopeptidase, expression in bean, 421 

Endoplasmic reticulum, cotranslational inte- 
gration, soybean oleosin, microsomal 
membranes, 993 

Endosperm, barley, insensitivity of ADP-glu- 
cose pyrophosphorylase, 3-phospho- 
glycerate and orthophosphate regu- 
lation, 179 

Endoxylanase, ethylene biosynthesis-induc- 
ing, sensitivity of tobacco, single dom- 
inant gene, 1081 

Erucastrum gallicum, 5-dimethylsulfoinopen- 
tanoate, extraction artifact, 1391 

Escherichia coli, phosphoenolpyruvate car- 
boxylase, expression in cyanobacter- 
ium, 121 

Ethylene 

basic glycoprotein, cationic peroxidase, 
Azuki bean leaves, 193 
biosynthesis-inducing endoxylanase, sen- 
sitivity of tobacco, single dominant 
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gene, 1081 
Extensins, structural cell wall proteins, 1127 
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Fatty acids 
changes in composition, circadian rhythm, 
resistance to extreme temperatures in 
cotton seedlings, 31 
decreased membrane integrity, aging Ty- 
pha latifolia pollen, 675 
desaturation, computer simulation model, 
biosynthesis of galactosyldiacylgly- 
cerols, 977 
synthesis, acetylcarnitine as substrate, var- 
ious plants, 1157 
volatile products of lipoxygenase pathway, 
bean, 13 
Ferredoxin-dependent glutamate synthase 
expression, glutamine synthetase, 
corn root primary response to nitrate, 
1249 
Flaveria, F. brownii and F. linearis, photosyn- 
thetic characteristics, segregates from 
hybrids, 825 
Flax, seed oil bodies, lipids, proteins and 
structure, 267 
Flower, tobacco and parsley, 4-coumar- 
ate:coenzyme A ligase genes, 373 
Fluorescence 
photochemical and nonphotochemical 
quenching, Phaeodactylum tricornu- 
tum, 1323 
stopped-flow, proton-coupled glycolate, 
pea chloroplast inner envelope mem- 
brane vesicles, 793 
yield, chlorophyll, 2aerobiosis in spinach 
leaf discs, 1169 
Freezing 
-induced membrane ultrastructural altera- 
tions, rye leaves, 955 
induction of tolerance in bromegrass, mo- 
lecular cloning, abscisic acid-respon- 
sive mRNAs, 1089 
tolerance, low temperature effects on pho- 
tosynthesis, wheat and rye, 245 
Fructans 
inhibition of sucrose:sucrose fructosyl 
transferase, cations and _ ionic 
strength, wheat, 589 
soluble invertases, purification and char- 
acterization, barley leaves, 1331 
synthesis in excised barley leaves, 459 
B-Fructofuranosidase, soluble invertases, pu- 
rification and characterization, barley 
leaves, 1331 
Fructose, respiration, photoregulation in 
chloroplasts, Chlamydomonas rein- 
hardtii and spinach, 1289 
Fructose-1,6-bisphosphatase, cytosolic, light- 
dependent molecular modulation, 
beet leaves, 57 
p-Fructose- 1,6-bisphosphate- 1-phosphohy- 
drolase, pyrophosphate-dependent 
phosphofructokinase, gluconeogene- 
sis, watermelon cotyledons, 1385 
Fruit, pea, development of, /e mutation in 
young ovaries, 759 
Fungi 
strategies for disease control, transgenic 
plants, 709 
VAM, response to phosphorus deficiency, 
potato, 147 
6-Furfuryl-8-glucoside, stimulation of cal- 
lose synthesis, changes in intracellular 
distribution, barley, 187 
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Fusarium solani, antifungal activity, specific 
tobacco chitinases and 6-1,3-glucan- 
cases, 857 

Fusicoccin, calcium transport in membrane 
vesicles, maize coleoptiles, 135 
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Galactosyldiacylglycerols, biosynthesis of, 
computer simulation model, fatty acid 
desaturation, 977 

Gas chromatography-mass spectrometry, ex- 
traction artifact, 5-dimethylsulfoino- 
pentanoate, Diplotaxis tenuifolia, 1391 

Gene 

abscisic acid-regulated, competitive inhi- 
bition, stereoisomeric acetylenic abs- 
cisic acid analogs, 469 
Acc1-encoded acetyl-coenzyme A carbox- 
ylase, developing maize kernels, 1097 
alteration of expression, abscisic acid-in- 
duced chilling tolerance, maize sus- 
pension-cultured cells, 277 
anionic peroxidase, nucleotide sequence, 
tobacco, 1117 
cas18, cDNA sequence and expression, al- 
falfa, 1275 
cloning and nucleotide sequence, elonga- 
tion factor EF-Tu, tobacco chloroplast, 
333 
cold- and drought-regulated, alfalfa, 1411 
4-coumarate:coenzyme A ligase, flower 
development, tobacco and parsley, 
373 
DcPRP1 expression, carrot storage root 
formation, wounding and auxin treat- 
ment, 259 
endochitinase, nucleotide sequence, Bras- 
sica napus, 1403 
glyceraldehyde-3-phosphate dehydroge- 
nase, stress ‘responses and metabolic 
regulation, Arabidopsis, 209 
lipoxygenase, induction by pathogens, Ar- 
abidopsis thaliana, 441 
MatP6 and MatP7 oleosin, cotton, 697 
ndhB-inactivated mutant of Synechococcus, 
alleviation of electron transport block, 
high CO, concentration, 1047 
negatively regulated by phytochrome ac- 
tion, promoter region, Lemna gibba, 
915 
nod, alfalfa root exudates, isoflavonoids, 
819 
nuclear, thermal instability of Rubisco, 
Chlamydomonas reinhardtii, 1189 
plastid, transcription/translation appara- 
tus, barley chloroplast development, 
781 
proline-rich protein, differential expres- 
sion after wounding, soybean, 1283 
protein farnesyltransferase in plants, 667 
psaE, nucleotide sequence, Synechococcus 
sp. PCC 6301, 701 
R, nuclear targeting of maize, nuclear lo- 
calization sequences, 353 
random amplified polymorphic DNA 
markers, 349 
rbcS, differential regulation by light, Ara- 
bidopsis thaliana, 801 
rd29, responses to dessication, Arabidopsis 
DNA, 1119 
receptor-like, S-locus receptor kinase, Bras- 
sica oleracea, 1103 
sequence, type A phytochrome, tobacco, 
1407 
single, cytosolic triosephosphate isomer- 
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ase, rice, 683 
single dominant, ethylene biosynthesis-in- 
ducing endoxylanase, tobacco sensi- 
tivity, 1081 
stamen- and tapetum-specific, nucleotide 
sequence, tomato, 1413 
Genetics, engineered nuclear male sterility, 
Brassica napus, 1295 
Germination 
abscisic acid- and gibberellin-deficient to- 
mato mutant, 607 
barley, development of limit dextrinase, 
881 
3-hydroxy-3-methylglutaryl coenzyme A 
reductase activity, maize seed devel- 
opment, 485 
saline conditions, mutants of Arabidopsis 
thaliana, 839 
Gibberella fujikuroi, characterization and sol- 
ubilization, kaurenoic acid hydroxyl- 
ase, 925 
Gibberellic acid-induced growth, inhibition 
by calcium antagonists, oat stem seg- 
ments, 399 
Gibberellin 
expression of /e mutation, effect on fruit 
development, young ovaries of pea, 
759 
ent-kaurene biosynthesis, long photoper- 
iods, spinach and Agrostemma githago, 
25 
Glomus fasciculatum, ammonia assimilation 
in corn, 865 
B-Glucan, synthesis in cotton fiber, 1131, 
1143, 1149 
B-1,3-Glucanases 
chitinases and, antifungal activity, to- 
bacco, 857 
nucleotide sequence of gene, pea, 1121 
Glucoerucin, 5-dimethylsulfoinopentanoate, 
extraction artifact, Diplotaxis tenui- 
folia, 1391 
Gluconeogenesis, pyrophosphate-depend- 
ent phosphofructokinase, watermelon 
cotyledons, 1385 
Glucose, respiration, photoregulation in 
chloroplasts, Chlamydomonas _ rein- 
hardtii and spinach, 1289 
Glucose-6-phosphate 
incorporation into starch, intact cauli- 
flower-bud plastids, 573 
phosphate translocator, guard cell chloro- 
plasts, pea, 1201 
6-Glucuronidase, nuclear targeting of maize 
R protein, nuclear localization se- 
quences, 353 
Glutamate, enzymic conversion to 6-amino- 
levulinic acid, intercellular nitrogen 
transfer, Chlorella vulgaris extracts, 
1029 
Glutamate synthase, changes in content of 
two proteins, ripening, spikelets of 
rice, 1257 
Glutamine synthetase, ferredoxin-depend- 
ent glutamate synthase expression, 
corn root primary response to nitrate, 
1249 
y-Glutamylcysteine synthetase, glutathione 
synthetase activity and, localization, 
maize seedlings, 561 
Glutathione, heme inhibition, 6-aminolevu- 
linic acid synthesis, cell-free extracts 
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